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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/700 , 29 3 



DATE: 12/2 0/2000 
TIME: 13:14:21 



Input So.t 
Output Set 



A: \seqlist . txt 

N:\CRF3\12 26 2000\I7 0029 3 .raw 
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<213> 
<4 00> 



"J10> APPLICANT: SinithK.l ine Beechain Biological s 
Rnelle, iJean- Louis 

TITLE OF INVENTION: BASB029 Polynucleotides and 
from Neisseria Moni rig it id is 
F I LE R F.F E RENCP: : BM 1 5 3 2 1 

CURRENT APPLICATION NUMBER : US/09/7 0 0,29 3 
CURRENT FILING DATE: 2000-11-13 

PRIOR APPLICATION NUMBER : PCT/EP9 9/0 32 5 5 
PRIOR FIXING DATE: 1999-05-07 
PRIOR APPLICATION NUMBER: GB 9810276.7 
PRIOR FILING DATE: 1998 -05 -.1.3 
NUMBER OF SEQ ID NOS : 6 

S O FTWA RE: Fast SEQ for W i ndow s Version 4.0 
SEO ID NO: 1 
LENGTH: 1.78 5 
;2:i2> Tl'PE: DNA 

ORGAN IS M : Bacteria 
SEQUENCE: 1 

al.gaaeaaaa tataccgcaL eatt.tggaat agtgccctca a Lgcctgggt; 

gagctcacac gcaaccacac caaacgcgcc Tccgcaaccg tggcgaccgc 

acactgttgt ttgraacggt tcaggcgagt actacegatg aogacgattt 

eccgtacaac gcactgctgt cgtgttgagc ttccgttceg ataaagaagg 

aaagaagtta cagaagattc aaattgggga gtatatttcg acaagaaagg 

gccggaacaa tea ccc Lea a agccggcgac aacctgaaaa tcaaacaaaa 

a a caeca a tg ccagtagctL cacctactcg ctgaaaaaag acctcacaga 

gttggaactg aaaaattatc gtttagegea aacagcaata aagtcaacat 

accaaaggct LgaattLcgc gaaaaaaacg getgagacca acggcgacac 

otgaacggta teggttcgac tttgacogat. aegctgetga aLaecggagc 

gtaaccaacg acaacgLtac egatgacgag aaaaaacgtg eggcaagegt 

ttaaacgcag gctygaacat. taaaggcgtt aaacccggta eaacagcttc 

gatLtcgtcc gcacttacga cacagtcgag ttcttgagcg cagatacgaa 

gttaatgtgg aaagcaaaga caaeggcaag agaaccgaag ttaaaat.cgg 

tctgLLatca aagaaaaagtJ cggtaagttg gttacLggta aagacaaagg 

tettctacag acaaaggega aggcttagtg actgeaaaag aagtgattga 

aaggctggtt ggagaaLgaa aacaaeaacc eictaatggtc aaaeaggtca 

LLLgaaaccg ttacatcagg cacaaatgt.a acctttgeta gtggtaaagg 

actgtaagta aagat.gat.ca aggcaacaLc acLgt.Lat.gt atgatgtaaa 

yccctaaacg tcaatcagct gcaaaacagc ggttggaatt tggattccaa 

ggttcttcgg gcaaagtcat cageggcaat gtttegcega gcaagggaaa 

accgtcaaca ttaatgeegg caacaacatc gagatLaecc geaaeggcaa 

atcgccactt cgatgacccc gcaattttcc agcgtltcge teggegeggg 

cccacttLaa gcgtggatga egagggegeg LtgaaLgtcg gcagcaagga 

cccgtccgca ttaccaatgt cgecccgggc gttaaagagg gggatgttac 

caacttaaag gcgtggcgca anacttgaac aaccaeatcg acaatgtgga 

cgtgcgggca fegcccaagc gaLLgcaacc gcaggtctgg Lteaggcgta 

aagagtatga tggegategg cggcygcact tatcgeggeg aagecggtta 

Lactcaagca tttccgaegg cggaaaltgg attatcaaag gcacggcttc 



ENTERED 



Polypeptides 



cgccgtatec 6 0 

cgtattggcg 120 

atatttagaa 180 

caegggagaa 24 0 

agtactaaca 300 

eaccaat.gaa 360 

tctgaccagt 420 

cacaagcgac 4 80 

cacggtteaL 54 0 

gaccacaaac 600 

taaagacgta 66 0 

egataaegtt 720 

aacaacgact 780 

tgegaagact. 84 0 

cgagaatgat 900 

tgcagtaaac 960 

agctgacaag 10 20 

Lacaactgcg 1080 

tgteggegat 1140 

ageggttgea 1200 

gatggatgaa 12 60 

aaatatcgac 13 2 0 

9 9 egg a tg eg 1380 

tgccaacaaa 14 4 0 

a a. "j eg teg c a 1500 

o g g c a a c g e g 156 0 

tctgcccggc 16 2 0 

tgccatcggc .1.680 

eggcaatteg 174 0 
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RAW SEQUENCE LISTING DATE: .12/26/2000 

PATKNT APPLICATION: US/09/700,29 3 TIME: 13:14:21 

Input Set : A:\seqlist.txt. 

Output Set: N:\CRF3\12262000\I700293.raw 

58 cgcgqccatr tcggtycttc cycatctytc gyttutcagt ggtaa 1785 
faO <210> SEO ID NO: 2 

61 <211> LENGTH: 594 

62 <212> TYPE: PUT 

63 <213> ORGANISM: Bacterid 
6 5 <4 00> SEQUENCE: 2 

66 Met Asn Lys Tie Tyr A*rg lie .Lie Trp Asn Ser Ala Leu Asa Ala Trp 

67 1 5 10 .15 

6 8 Veil Ala Val Ser Glu Leu Tlj.r Arg Asn His Thr Lys Ary Ala Ser Ala 
69 20 25 30 

7 0 Thr Val Ala Thr Ala Val Leu Ala Thr Leu Leu Phe Ala Thr Val Gin 
7 1 35 40 4 5 

7 2 Ala Ser Thr Thr Asp Asp Asp Asp Leu Tyr Leu G.lu Pro Vdl Gin Arq 

73 50 55 60 

74 Thr Ala Val Val Leu Ser Phe Arg Ser Asp Lys Glu Gly Thr G Ly Glu 

75 65 70 75 80 

76 Lys Glu Val Thr Glu Asp Ser Asn Trp Gly Val Tyr Phe Asp Lys Lys 

7 7 85 9 0 95 

78 Gly Val Leu Thr Ala Gly Thr lie Thr Leu Lys Ala Gly Asp Asn Leu 

79 100 105 110 

80 Lys lie Lys Gin Asn Thr Asn Glu Asn Thr Asn A.la Ser Ser Phe Thr 

81 115 120 125 

3 2 Tyr Ser Leu Lys Lys Asp Leu Thr Asp Leu Thr Ser Val Gly Thr Glu 

83 130 135 140 

84 Lys Leu Ser Phe Ser Ala Asn Ser Asn Lys Val Asn lie Thr Ser Asp 
0 5 14 5 150 155 160 

8 6 Thr Lys Gly Leu Asn Phe Ala Lys Lys Thr Ala Glu Thr- Asn Gly Asp 

87 .16 5 170 175 

88 Thr Thr Va.l His Leu Asn Gly He Gly Ser Thr Leu Thr Asp Thr Leu 

89 180 185 190 

90 Leu Asn Thr Gly Ala Thr Thr Asn Val Thr Asn Asp Asn Val Thr Asp 

91 395 200 , 205 

9 2 Asp Glu Lys Lys Arg Ala Ala Ser Val Lys Asp Val Leu Asn Ala Gly 

93 210 215 220 

94 Trp Asn He Lys Gly Val Lys Pro Gly Thr Thr Ala Ser Asp Asn Val 

95 225 230 235 24 0 

9 6 Asp Phe Val Ary Thr Tyr Asp Thr Val Glu Phe Leu Ser Ala Asp Thr 

97 24 5 250 255 

98 Lys Thr Thr Thr Val Asn Val Glu Ser Lys Asp Asn Gly Lys Arg Thr 

99 260 265 270 

100 Glu val Lys lie Gly Ala Lys Thr Ser Val lie Lys Glu Lys Asp Gly 

1 01 275 280 285 

102 Lys Leu val Thr Gly Lys Asp Lys Gly Glu Asn Asp Ser Ser Thr Asp 

103 290 29 5 300 

104 Lys Gly Glu Gly Leu Val Thr Ala Lys Glu Val He Asp Ala Val Asn 

10 5 3 0 5 310 315 320 

106 Lys Ala Gly Trp Arg Met; Lys Thr Thr Thr Ala Asn Gly Gin Thr Gly 

107 325 330 335 

108 Gin Ala Asp Lys Phe Glu Thr Val Thr Ser Gly Thr Asn Val Thr Phe. 
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RAW SEQUENCE LISTING DATE: 12/26/2000 

PATL'MT APPLICATION: US/09/7 00,2 93 TIME: 13:14:21 

fnput Sot : A:\seqlist.txt 

Output Set : N:\CKF3\12 26 2 000\I70029 3 .raw 

109 34 0 34 5 350 

110 Aio Scr Gly Lys Gly Thr Thi Ala 'ihr Val Sor Lys Asp Asp Gin Gly 

111 355 360 365 

1.12 Asn lie Thr val. Hot Tyr Asp Val Asn Val G.ly Asp Ala Lou Asn Val 

.113 370 375 " 380 

114 Asn Gin Leu Gin Asn Se.r Gly Trp Asn Leu Asp Scr Lys Ala Val Ala 

11 5 385 390 395 -100 
116 -Gly Ser Sor Gly Lys val lie Ser Gly Asn Val Ser Pro Scr Lys Gly 

117 405 ' 410 415 

118 Lys Met: Asp Glu Thr Val Asn lie Asn Ala Gly Asn Asn lie Glu lie 

119 120 425 430 

120 Thr Arg Asn Gly Lys Asn lie Asp lie Ala Thr Ser Met Thr Pro Gin 

121 4 35 440 445 

122 Phe Ser Ser Vol Ser Leu Gly A.la Gly Ala Asp Ala Pro Thr Leu Ser 

12 3 4 50 4 55 * 4 60 

124 va.l Asp Asp Glu Gly Ala Leu Asn Val Gly Ser Lys Asp Ala Asn Lvs 

125 465 4 70 4 75 4 80 
126 'Pro Val Arg lie Thr Asn Val Ala Pro Gly Val Lys Glu Gly Asp val 

127 485 400 * 495 

128 Thr Asn Val Ala Gin Leu Lys Gly Val Ala Gin Asn Leu Asn Asn His 

129 500 505 510 

130 lie Asp Asn Val Asp Gly Asn Ala Arg Ala Gly lie Ala Gin Ala Tie 
J 31 515 520 525 

132 Ala Thr Ala Gly Leu Val Gin Ala Tyr Leu Pro Gly Lys Ser Met Met 

133 530 5 35 540 

134 Ala lie Gly Gly Gly Thr Tyr Arg Gly Glu Ala Gly Tyr Ala He Gly 

135 545* 550 555 * 560 
13fj Tyr Ser Ser He Ser Asp Gly Gly Asn Trp Tie lie Lys Gly Thr Ala 
137 565 570 * 575 

133 Ser Gly Asn Ser Arg Gly His Phe Gly Ala Ser Ala Ser val Glv Tyr 

139 580 585 590 

140 G.ln Trp 

14 3 <210> SEQ ID NO: 3 

144 <211> LENGTH: 177 6 

.14 5 <212> TYPE: DMA 

146 ^21 3> ORGANISM: Bacteria 

14 8 <4 00> SEQUENCE; 3 



14 9 atgaacaaaa tatacegcat catttggaat agtgccctca atgcctgggt cgccgtatcc 6 0 

'150 gayctcacac gcaaccacac caaacgcgcc tccgcaaccg tgaagacege cgt.attggog 120 

151 acactgttgt ttgcaacggt tcaggcaagt getaacaatg aagagcaaga agaagattta 180 

152 tatttagacc ccgtacaacg cactgttgcc gtgttgatag tcaattccga taaagaaggc 24 0 

153 aegggagaaa aagaaaaagt agaagaaaat tcagattggg cagtatattt caacgagaaa 300 

154 ggagtactaa cagecagaga aatcacccLc aaagccggcg acaacctgaa aatcaaacaa 360 

155 aacggeaeaa acttcaceLa ctegctgaaa aaagacctca eagatctgac cagtgttgga 420 

156 actgaaaaat tategtttag cgcaaacggc aataaagtca acatcacaag cgaeaccaaa 4 80 

157 ggcttgaatt ttgegaaaga aacggctggg aegaaeggeg acaccacggt tcacctgaac 54 0 

158 ggtattggtt cgactttgac ogataegctg ctgaataccg gagcgaccac aaaegtaace 6 00 

159 aacgacaacg ttaccgatga cgagaaaaaa cgtgcggcaa gcgtLaaaga cgtattaaac 660 

160 ycaygctgga acattaaagg cgttaaacec ggtacaacay cttccgataa cgttgatttc 720 
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RAV7 SEQUENCE LISTING DATfc' : 12/26/2000 

PAT ENT AP PLJ.CAT ION: US/ 09/700, 293 TIME : 13:14:21 

input Sot : A:\seqlist.txt 

Output Set: N:\CRF3\12262000\l700293.raw 



161 gtecgoaci". L acgaeacayt cgagttcttg agcgcayata cgaaaaeaac guctgttaat 78 0 

162 gtygaaagca aagacoacyg caagaaaacc gaagtLaaaa tcggtgcgna gacttctyLt 84 0 

16 3 attaaayaaa aaqacqqtaa gttqqttact qgtaaaqaca aayqcqayaa tgqttcttct 90 0 

164 acayacgaaq qcgaaggct t aytgactgca aaaqaaytga rtgatgeaqt aaacaaqgct 960 

165 qgttqgagaa tqaaaacaac aaccgetaat yqtcaaacag ytoaayctya eaaylttqaa 1020 

166 accgttacut caggcacaaa tgtaaccttt yctagtygtd oaggtacaac tgcyactyta 1000 

167 agtaaagat g atcaaqycaa catcactgtt dtqtatqatq taaatqtcqq cqatqcccta .11*10 

168 aacgtcaatc ayctycaaaa caycgyttqg aat'ttyyatt coaaagegqL tycagyttct 1200 

169 teyggcaaag' tcatcagcyg caatgtttcg ccgagcaagg gaaagatgya tgaaaccgtc .12 60 

170 aacattaatg ccggcaacaa catcyagatL acccycaacg gtaaaaatat cyacaicgcc 1320 

171 acttcgatga occcgeagtt tLccagcgtt tcqctcqgcg eygqyqegga tgcqcccact 1380 

172 ttyaqcgtqq aLqqyqacqc attqaatytc ggcagcaaya aggacaacaa acccytccqc 14 40 

173 attaccaatg tcyccccgyg cyttaaagag qgggatgtta caaacytcyc acaacttaaa ;i 5 0 0 

174 ggcgtqgcgc aaaacttgaa caaccycatc qaeaatgtyg acqgcaacyc gcgtqcqgqc 1360 

17 5 atcqcecaaq cyattycaac cycayytctq gLteagycgt atttycccyy caayagtuty lt>2 0 
17 6 atgqcqatcg qcggcgqcac ttatcgcgqc qaaqccqqtt acgccatcgq ctactccagt 1630 

177 atttccgacg gcygaaattg gattatcaaa ygcacyyctt ccgycaatte gcgcggccat 17 4 0 

178 ttcgqtgett ccgcatctgt cggttatcag tggtaa 1776 



ISO <210> SEQ ID NO: 4 
181 <211> LENGTH: 591 
18 2 <212> TYPE: PUT 
18 3 <213> ORGANISM: Bac 
18 5 <4 0 0> SEQUENCE: 4 
18 6 Met Asn Lys lie. Tyr 

1 8 7 1 5 
1.88 Val Ala val Ser Glu 
189 2 0 

19 0 Thr Val Lys Thr Ala 
19.1 3 5 ■ 

192' Ala Ser Ala Asn Asn 
1.93 50 

194 Val Gin Arq Thr Val 

195 6 5 

196 Thr Gly Glu Lys Glu 
1.97 8 5 

198 Phe Asn Glu Lys Gly 

199 100 

200 Gly Asp Asn Leu Lys 
2 01 115 

2 02 Leu Lys Lys Asp Leu 

203 130 

204 Ser Phe Ser Ala Asn 

205 14 5 

2 06 Gly Leu Asn Phe Ala 

207 165 

208 Val His Leu Asn Gly 
2 09 18 0 

210 Thr: Gly Ala Thr Thr 
211. 19 5 



r.er i a 

Arg lie lie Trp Asn 

1.0 

Leu Thr Arg Asn His 
25 

Val Leu Ala Thr Leu 
40 

Glu Glu Gin Glu Glu 
55 

Ala Val Leu Tie Val 

70 

Lys Val Glu Glu Asn 

90 

Val Leu Thr Ala Arg 

105 

lie Lys Gin Asn Gly 
120 

Thr Asp Leu Thr Ser 
135 

Gly Asn Lys Val Asn 
150 

Lys Glu Thr Ala Gly 

17 0 

He Gly Ser Thr Leu 
185 

Asn Val Thr Asn Asp 
2 00 



Ser Aia Leu Asn Ala Trp 

15 

Thr Lys Arg Ala Ser Ala 

30 

Leu Phe Ala Thr Val Gin 
45 

Asp Leu Tyr Leu Asp Pro 
60 

Asn Ser Asp Lys Glu Gly 
75 80 
Ser Asp Trp Ala Val Tyr 

9 5 

Glu He Thr Leu Lys Ala 

110 

Thr Asn Phe Thr Tyr Ser 
125 

Val Gly Thr Glu Lys .Leu 
14 0 

He Thr Ser Asp Thr Lys 
155 160 
Thr Asn Gly Asp Thr Thr 

175 

Thr Asp Thr Leu Leu Asn 

190 

Asn val Thr Asp Asp Glu 
20 5 
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RAW SEQUENCE LISTING 
PATENT A PPL X CAT 1 OH : 



US/09/700, 293 



DATJS: .12/26/2000 
TIME: 13:14:21 



Input St?t : A:\seqlist.txt 

Output. Set: N:\CRP3\12262000\I700293.raw 



212 Lys Lys Arg Ala Ala Set Val Lys Asp Val Leu Asn Ala Cly Trp Asn 

213 210 2 1.5 220 

214 Tie Lys GJ.y Val Lys Pro Gly Thr Thr Ala Ser Asp Asn Val Asp Phe 

215 225 230 235 240 

216 Val Arg Thr Tyr Asp Thr Val Glu Phe Leu Ser Ala Asp Thr Lys Thr 

217 24 5 250 255 

213 Thr Thr Val Asa Val Glu Ser Lys Asp Asn Gly Lys Lys Thr Glu Val 
2 "J 9 260 265 270 

220 Lys lie Gly Ala Lys Thr Ser Val lie Lys Glu Lys Asp Cly Lys Leu 

221 275 280 285 

22 2 Val Thr Gly Lys Asp Lys Gly Glu Asn Gly Ser Scr Thr Asp Glu Gly 
223 290 295 300 

2 24 Glu Gly Leu Val Thr Ala Lys Glu val lie Asp Ala Val Asn Lys Ala 

225 305 310 315 320 

226 Gly Trp Arg Met Lys Thr Thr Thr Ala Asn Gly Gin Thr Gly Gin Ala 

22 7 3 25 330 33 5 

228 Asp Lys Phe Glu Thr Val Thr Ser Gly Thr Asn Val Thr Phe Ala Ser 

229 34 0 34 5 350 

230 Gly Lys Gly Thr Thr Ala Thr Val Ser Lys Asp Asp Gin Gly Asn Tie 

231 355 360 365 

23 2 Thr Val Met Tyr Asp Val Asn Val Gly Asp Ala Leu Asn Val Asn Gin 

233 370 375 380 

234 Leu Gin Asn Ser Gly Trp Asn Leu Asp Ser Lys Ala Val Ala Gly Ser 

235 385 390 395 400 

236 Ser Gly Lys Val tie Ser Gly Asn Val Ser Pro Ser Lys Gly Lys Met 

237 405 410 415 

23 8 Asp Glu Thr Val Asn He Asn Ala Gly Asn Asn He Glu Tie Thr Arg 
239 420 425 430 

24 0 Asn Gly Lys Asn He Asp Tie Ala Thr Ser Met Thr Pro Gin Phe Ser 
241 435 440 445 

24 2 Ser Val Ser Leu Gly Ala Gly Ala Asp Ala Pro Thr Leu Ser Val Asp 

243 4 50 4 55 460 

244 Gly Asp Ala Leu Asn Val Gly Ser Lys Lys Asp Asn Lys Pro Val Arg 

245 465 470 475 480 
24 6 He Thr Asn Val Ala. Pro Gly Val Lys Glu Gly Asp Val Thr Asn Val 
247 485 490 495 

24 8 Ala Gin Leu Lys Gly Val Ala Gin Asn Leu Asn Asn Arg He Asp Asn 

249 500 505 510 

2 50 val Asp Gly Asn Ala Arg Ala Gly Tie Ala Gin Ala He Ala Thr Ala 

251 515 520 525 

2 52 Gly Leu Val Gin Ala Tyr Leu Pro Gly Lys Ser Met Met Ala Tie Gly 

253 5 30 5 35 54 0 

2 54 Gly Gly Thr Tyr Arg Gly Gin Ala Gly Tyr Ala lie Gly Tyr Ser Ser 

255 545 550 555 560 

256 He Ser Asp Gly Gly Asn Trp Tie He Lys Gly Thr Ala Ser Gly Asn 

257 565 570 575 
2 58 Ser Arg Gly His Phe Gly Ala Ser Ala Ser Val Gly Tyr Gin Trp 
259 580 585 590 

261 <210> SLQ ID NO: 5 
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VERIFICATION SUMMARY DA TL : 12/2C/Z0o0 

PATENT AP PL XCAT.I O W : US/0 9 /7 00,293 TIME: 13:14:22 

InpuL Set : A:\seqlist.txt 

Output Set: N:\CRF3\12262000\1700293.raw 

L:13 M:270 C: Current Application Number differs, Replaced Current. Application No 

L:13 M:271 C: Current Filincj Date differs/ Replaced Current Filing Date 
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